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1 | BEAEZ B Meningococcal bacteria B <8 12025%6'
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4 |#KE Neisseria gonorrhoeae 294606
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8 | ¥ 77 Y 7 Corynebacterium diphtheriae 294522
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11 Efﬁqﬁﬂzﬂlﬁ Group A Streptococcus
12 | #58B & tuberculosis bacteria 317726
13| ~E7A4NVARALVINZ VYT Haemophilus Influzae 294552
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19 | NYUXRE Clostridium botulinum
20 | 7RFIEE Shigella dysenteriae 294696
21 | IREFTE Shigella sonnei 294702
22 | AV H T AEF A (Candida albicans) 298412
23 | BT+ 2a—KRha AU R Candida pseudotropicalis 297890
24 | YVEXTE 294666
25| 7' F73KE&E Staphylococcus 294720
26 7 FUIKE Staphylococcus aureus M ic i K EEYEY 5| % & 204726
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30| 7aF 2R« 7IHY R Proteus vulgaris 294618
31| =v 78 (Vibrio cholerae)
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32 | YVERT T 47 4LUD A (Salmonella Typhimurium)
33 | #EE Pseudomonas aeruginosa 294630
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34 | FLERHESHERE Streptococcus lactis 294750
35 | itiZkBKE Streptococcus pneumoniae 294756
36| =X P (Yersinia pestis)

37 | BSRAE Clostridium tetani 294510
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